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® GoScript®
Reverse <—@—[ PCR Zi0ll cDNA BH40] HR3irt, ]

Transcription ¢

End-Point PCR

GoTaq® Long o A ] ‘ ‘
PCR master mix @ Long PCRE ~AelLt.

Dye-based qPCR Probe-based qPCR
| |
‘ H|S 0| X0l PCR A2 Z0|7| 9Jet ’ | Rrerqperg == 4weich | | RTotqPCRE Hee 4wt |

GoTaq® Probe

1-Step RT-qPCR <)

Hot start 7| 0] ER3tCf,
@ GoTaq® system

dNTPS HE 2 ZH|8HX| o= dNTPS M2 ZH|3HX| &
Master mixS A< oL, Master mixE M stc}.
1-Step < @
RT-qPCR

PCRZ2 714 S 2|5l Direct gel loadingS System
MgCl, 5= ZH0| LRdtrt, Mzotct. @

® Direct gel loading& GoTaq qPCRO|| £[X 9 &l GoTaq qPCROI| £/ X9} &l
® ﬁg{;ﬂarfz @_{ Mwsict RT kit7} T R3tCh, RT kit7} T RStCF.

Polymerase

rr

@ @ @ ® ® @
GoTaq® GoTaq® GoTaq® G2 GoTaq® G2 GoTaq® G2 GoTaq® G2 GoTaq gqPCR GoTaq® 2-step GoTaq Probe GoTaq Probe
G2DNA G2 Flexi Green Master Colorless Hot Start Hot Start Master Mix RT-qPCR qPCR Master 2-Step qPCR
Polymerase Polymerase Mix Master Mix Green Colorless Master Mix Mix Master Mix

Master Mix Master Mix




Routine PCR

Hot-Start PCR

(1 GoTaq® G2 DNA Polymerase Size Cat#
- Enzyme 587 OFEH0| 50 YRS 2} S| 753 S Mrest
- LotvariationS X[ ASI5I0 Mply £2 ZAE L2 = US
- Colorless@t Green Reaction Buffer 25 740 I & & >00U M7845
. i U 55T g sk L

Reaction Buffer Lif MgCl, 7.5 mM (AF 5mM) 5 % 500U M7848

(2 GoTaq® G2 Green Master Mix Size Cat#

- GoTag® G2 DNA Polymerase, dNTPs, Reaction Buffer2 7A4El  2x 1.25ml (100rxn)  M7822
Master Mix S EHQ]
- Buffer Lif gel loading dyeZt & & (direct gel loading 7t5) 1x25ml(1,000rxn)  M7823

(3 GoTaq® G2 Colorless Master Mix Size Cat#
- GoTag® G2 DNA Polymerase, dNTPs, Reaction Buffer2 7A4&l  2x 1.25ml (100mxn) ~ M7832

Master Mix & EHQ]
* Loading dye7t & =|X| @2 Colorless Reaction Buffer7t IS & 1, o5m|(1,000n)  M7833
MgCl, s =H
(@) GoTaq® G2 Flexi DNA Polymerase Size Cat#
100U M7801
+ Enzyme 221 40| =0F P& ot At ZF0| 7ts58
* Lot variationS £|A3t5t0{ Y £2 NS A2 + UG 200U M7805
- Colorlesset Green Reaction Buffer 25 440l et 5% 500U M7806
- MgCl, 5= Z8 7Hs gt
20x 500U M7808

- GoTag® Hot Start DNA Polymerase®t Thermostable
proofreading polymerase, dNTPs, Reaction Buffer7t &=l
Master Mix HEiZ XS

- Control primer, Human genomic DNAZ} 2t

(5) GoTaq® G2 Hot Start Polymerase Size Cat#
100U M7401
- HIEO|XQI PCR AtES F0|0 A& &2 PCR 0| 7Hse
- 70°C O[3t2] 2 0fl M polymerase 242 xfeiet o00u M7405
- Colorless@t Green Reaction Buffer 25 14J0f T2
MgCl, 55 X 7153 5x 500U MT7406
20 x 500U M7408
(6 GoTaq® G2 Hot Start Green Master Mix Size Cat#
- GoTag® G2 Hot Start Polymerase, dNTP, Reaction Buffer2 2x1.25ml(100rxn)  M7422
T4 El Master Mix HEfY
- 4204 PCR setup0| 75t
- Buffer Lif gel loading dye?t ZetE! (direct gel loading 7ts) 1x25ml(1,000rxn)  M7423
(1) GoTaq® G2 Hot Start Colorless Master Mix Size Cat#
- GoTaqg® G2 Hot Start Polymerase, dNTPs, Reaction Buffer2 2 x1.25ml (100rxn) ~ M7432
T El Master Mix HEHY
- &420f A PCR setup0| 75t
+ Loading dye7} Let=|X| 242 Colorless Reaction Buffer7k @&  1x25ml(1,000rxn)  M7433
Long PCR
GoTaq® Long PCR Master Mix Size Cat#
- Lambda DNA £|CH 40kb, Human genomic DNA %[t 30kb77tX]
PCREEO| 7tset
- PCRAA0] &= Yol SE0| 7H5010 RTUX 221,
=ofu{o| 241 Ol i Bt
=0l 24 31 DNA sequencingdil X 2x1.25ml (100rxn)  M4021




DNA Polymerase S H|l RT (Reverse Transcription)

Hot Start PCR PCR inhibitor0f| Z38t GoScript™ Reverse Transcriptase
GoTaq® G2
Hot Start DNA

Polymerase

Routine PCR
GoTaq® G2 DNA

Long PCR

GoTaq® Long
PCR Master Mix

High Fidelity
Pfu DNA

Polymerase GoScript™ Reverse Transcriptase= M-MLV reverse transcriptase@t 20|72 SE X QI buffer=

THEIRECZ M2l 2 Q= cDNA 0| 7hsEILICE £3| RNA 32 Al cross-contamination
%[7| /2 ethanolzt 22 PCRinhibitor0l| CH2E X2 A0] =0t HE5X O Z cDNAS 2Hadel 4= USLICE.

Polymerase

5 — 3" exonuclease activity v v v X
3" — 5" exonuclease activity X X V V 22 Inhibitord| CH3t =2 X8HA
Amplicon size <5kb <5kb <40kb <10kb =3 20 GoScript™ Reverse Transcriptase 2t H|Z=ALS] A2 Xt OH =0 2t Human
] ] ] ] S % it SuperSerlpt* reference RNAZ oligo(dT) primer2t
Enzyme type Recombinant Recombinant Recombinant Native g 3 :2::;5;1;: Rl: Reverse Transcriptase= AFZ310{ Reverse
2 Ll Pt o A A
Product overhang A A 3’ A/blunt Blunt 2 5 164 o Sensiscript® RT Transcription(RT)& +ASIAZLICH
S5 14 EthanolS 0,5, 10, 20%2] 5= & H7}sto]
Hot Start technology X v Vv X = cDNA &S 3t %= GoTaqg® gPCR Master
. 1.2 MixE AF83H0] Real-time PCRE 2ot
Application . 7 Cq 2t EMBSLICE Cq 242 So GoScript™
Routine PCR N v X X 0 ! 5 10 y 20 Reverse TranscriptaseZ} EFAL & 2 CHH]
Ethanol [%(v/v)] ethanol2] HEFS 74 =7 2 Bfolst
Fast PCR X v X X AUGLICH
Long PCR X X \% X
; . (® GoScript™ Reverse Transcriptase
Cloning and subcloning X X vV vV
. . - Real-Time PCRO| validation® M &
High-fideli X X % % = =
gricely - e okb7IX| B TS B
Template generation for . X v v Otz et ZH0] 47tX| formate 2 M S =
sequencing
) GoScript™ Reverse Transcription Mix, Oligo(dT) Size Cat#
Genotyping V v \ \
: - GoScript™ Enzyme Mix + Oligo(dT)2 74 = HME 50rxn A2790
Multiplex PCR X v v X - Poly(A) tail@ RNA £Xt2] 3" ZEof annealingsto] cDNAS &t %t
- Eukaryotic & archaeal RNAZ2E{ cDNA &M Al0f| At THs 8t 100rxn A2791
Colony PCR vV vV v %
GoScript™ Reverse Transcription Mix, Random Primers Size Cat#
Format
e ) - GoScript™ Enzyme Mix + Random Primers2 78 & ®ZE 20mn A2800
Enzyme with direct Loading v v X X st3) o= b et
Buffer * POly( )ta|lol H)\L RNAE Em& E RNAE ‘l CDNA_ Hoo 100rxn A2801
GoTaq® G2 Flexi GoTag® G2 ! GoScript™ Reverse Transcription System Size Cat#
Buffer with MgCl, DNA Polymerase Hot Start DNA X Contains MgSO4
Y Polymerase - GoScript™ Reverse Transcriptase, Reaction Buffer, ANTP 50rxn A5000
Master Mix with direct Loading Mix, Oligo(dT), Random Primers, Recombinant RNasin® RNase
Buffer, dNTPs and Enhancers v v X X inhibitorE Zget EME FE NEY 100rxn AS001
Green - - .
( ) — - GoScript™ Reverse Transcriptase Size Cat#
Master Mix without Loading
Buffer, NTPs and Enhancers \ \ v X - Enzyme crol HZQ 100rxn A5003
(Colorless) 500rxn A5004




Probe-Based Real-Time qPCR & RT-qPCR System
Multiplex assayl| | H3tE|0] = ZE =2 Probe qPCR System

Reverse Transcriptase 3 H|u!

LAY
Reverse
Transcriptase

M-MLV Reverse
Transcriptase RNase
H-, Point Mutant

M-MLV Reverse
Transcriptase

GoScript™ Reverse

Transcriptase

GoTag® Probe gPCR2t RT-qPCR System& TagMan®zt 22 hydrolysis probe 24

Mg ARSI
gPCRE =AY = U= Master Mixz2 M|S-E LICE CHet PCRinhibitoroll CHet et 2

s Rc 37-55°C 37-58°C 37-42°C 40-55°C ZHA 2L
e DNA =2 RNA EfZl0] et 2t =2 H &0 J2H0| s gLt
cDNA length Upto9kb Upto4kb Up to5kb Upto 7.5kb
Earlier C_ Values
1pg- lug total RNA )
niztE 0.2fg - 5ug total RNA 1pg-100ng N/A 100fg é?\&r]gmtal 40
poly(A)+RNA 3;
251
RNase H &4 Low Yes Low No " 20
o 017 #| 50 2HE| GAPDHE
10 o — T =
il Standard protocol} Fast cycling
| B = B . rotocolS AFESH0] =eiot gPCR
iR *okk *okk * *okk ©toong] tong [ tna [0109] 1050 | to0 [0109] | Szgor. e}, protocol S20l g0
et ME ®Promega—Standard| 19.3 | 217 | 243 | 263 | 290 | 311 | 338 GoTaa® Probe aPCR chgllastercl:/l;(ﬂ
Promega—FAST 192 | 222 | 247 | 269 | 203 | 317 | 349 |_ EW(\? q L)lenoﬂ 5 o D1 2451
=\endor L—FAST 209 23.1 25.4 278 303 33.2 35.5 ? EI‘}” oe;rl xoﬁrro:‘ E‘IEHH|'E7'|| Cq 7‘?6:[
= o= =3 BA
ozl N/A Approx. 5 errorsin Approx. 1 errorin Approx. 1 errorin LIEFEHS oISt &L T
= 10,000 bases 10,000 bases 10,000 bases
“RTPCR - “Reverse " Reverse “Reverse @) GoTaq® Probe qPCR Master Mix Size* Cat#
+ Incorporation of transcription transcription transcription
8 application marked nucleotides - Primer extension/  * Primer extension/ * Primer extension/ B N
- Primer extension/ RACE RACE RACE - GoTag® Hot Start Polymerase AFE 22 ZHE %2 qPCR 0| 7t5e
RACE - Multiplex assayoil /&2l Master Mix M &)
- Fast cycling protocol 2&0| 7ts&
- 2 RNase H &y C KREE I - 2 RNase H & - RNase H & §18 : (Mai_tle" NIHXO“ refefrence dyeZt EJ:E-FE}' TO??LE’E% ) 2x 1ml (200mxn) pot0L
- %|Cff 9kb & RNAOH| =2t - %|Cff 5kb & - %[ 7.5kb & THECI CXR Reference DyeE IS0 A 7ts¢8
x - 1-Step RT-qPCROIl - 2/} 4kb Al - 55°CTHK| QHEE{Ql - Enzyme?| Ot &0 =0t &420]|A PCR setupO| 7t
e ESES)S = - #HHE B K9 2 8
: i‘% ;;E‘H}Ofo” high processivity FONE R DA GoTaq® Probe 1-Step RT-qPCR System Size* Cat#
* Inorganic phosphate  + Actinomycin D * Inorganic phosphate - Inorganic Phosphate 2 x Iml (200rxn) A6120
& pyrophosphate (50pg/ml) & pyrophosphate & pyrophosphate - Master Mix0l| dUTPZt ZZ8E|0f QL0 HE9] UDG/UNGE M 2[5t
+ Actinomycin D - rRNA and tRNA - Actinomycin D - Actinomycin D carryover DNA contaminationg 2 = US
- (50pg/ml) - Glycerol <10% (50pg/ml) (50pg/ml) 1x12.5ml(1,250rxn)  A6121
Inhibited by - ) . L L ’
+ Spermidine + Ribonucleoside + Spermidine + Spermidine
vanadyl complexes .
(2mM) 15 GoTaq® Probe 2-Step RT-qPCR System Size* Cat#
* N-ethylmaleimide
- GoScript™ Reverse Transcription System= 0| 2510 cDNA RS & RT 50rxn & A6110
Units per reaction 160U/20ul 15-30U/25ul 200U/25ul 200U/25pl GoTag® Probe qPCR Master MixE AF&SH0{ RNA F2 240[ 7ks8  gPCR 200rxn

*20ul reaction 7| &



Dye-Based Real-Time qPCR & RT-gPCR System GoTag® qPCR Master Mix e ot

et A2 22| BRYT Green® DyeE AME3H 31t qPCR Z1t X2

- GoTaq® Hot Start Polymerase, BRYT Green® DyeE E&st=
_ . C e Mot i sietel y o sximloomn) ool
GoTag® gPCREt RT-gPCR System2 qPCR &= RT-gPCRO| £|XS}HEl BRYT Green® DyeS AFESH= aster Mix SHis e e
ready-to-use mix M| Z ILIC. BRYT Green® Dye= SYBR® Green2 Lt 2ot &2 Z= S LIEFLHO] £[CH ' S|X§ ;eﬁrg;;%i;mieéﬂﬁé GTJ;E =
= =0 O T = S [ — s M—="1, = o [=) 4= oS B
O 5Z 58S MSBHH SYBR® Greent FAM™dyeE AE S 4= Q= 2 E ZH|0|A AFE THsBILICH - Fast cycling protocol ® 20| 7t5 3t
- Dye®f Enzyme?| 2FE 40| =0} &/ 20]| M PCR setupO| 7t

25x 1ml (2,500rxn)  A6002

® 1. - H *
Delta Rn vs. Cycle i) GoTaq® 1-Step RT-qPCR System Size Cat#
2 T [ L1 GoTag®
W ain :l Master — . ° = ao
10000 : S abir Nl - GoScript™ RT Mix2 GoTag® gPCR Master MixS St wellof| A 5x 1ml (500rxn) A6020
|| HERNNNENEREN H oty EeadnZdlZaly. 1-step RT-gPCRE +=&f5t04 RNA 291 Z5 1t MTHEE0| 7t
- ‘ ?'0; ng ‘/'/ A - / 7 ‘
-5 | l 1 .
: 8 Jong s/ / @ GoTaq®2-Step RT-qPCR System Size* Cat#
= ‘ / / /= |VendorL 10844 3|48t 5712] human
2.000 - - — HE=o ® . . .
‘ ‘ / LA o 455:3318289 ‘;’742';‘2 r'A:'M? ZTEFGA?(I/ZE dgrPE)R - GoScript™ RT Mix2t GoTag® gPCR Master Mix7t A E2 RT 50rxn & AGOL0
oA T ‘ T ‘ ‘ ‘w\:éf;?ng HEoz ggﬁr EmelL|ct THEIMECZ RNA 2o 3 MTHE S tdoh=0 ol gPCR 500rxn
T35 8 T80 O S OIS R B A AR AN . GoTag® gPCR Master Mixz 2=
Cycle Number 5 DNA MZ = =0f| A EFAF CHE|
=28& s 2oELch
351
30
25
20
<
15 1
10 1
GoTag® gPCR Master Mix=
5 EtAHVendor L) CHE| &2 Cq %t
0- HO{FLICE Ol= BRYT Green®
100ng 10ng 1ing 0.1ng 0.01ng dy69| = &a) 47| 2 0l5H0]
"Promega | 17.57 20.75 24.19 27.65 08 | | o in52| B'fl’ Az 0“)“\1 =
=Vendor L 20.26 23.23 26.43 29.87 3260 | § oo e

gk g2 50| tsEs 20

= UL

*20ul reaction 7| &
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